Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.027; wR factor = 0.075; data-to-parameter ratio = 6.9.
The molecule of the title compound, C 15 H 14 N 4 O 3 , is completed by the application of crystallographic twofold symmetry, with the carbonyl group lying on the rotation axis. The molecule is close to planar: the greatest deviation of a torsion angle from 0 is 7.3 (2) about the bond linking the phenol ring to the rest of the molecule. An intramolecular O-HÁ Á ÁN(imine) hydrogen bond is formed in each half of the molecule. The carbonyl O atom is anti with respect to the amine H atoms and this allows for the formation of N-HÁ Á ÁO(hydroxyl) hydrogen bonds in the crystal, which results in supramolecular layers lying parallel to (100).
Related literature
For the structures of related carbohydrazides, see: Bikas et al. (2010a,b Table 1 Hydrogen-bond geometry (Å , ).
Data collection: CrysAlis PRO (Agilent, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: X-SEED (Barbour, 2001) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) . 
Comment
In connection with previous structural studies of carbohydrazide derivatives (Bikas et al., 2010a,b) , the title compound, (I), was investigated. The molecule, Fig. 1 , has crystallographic twofold symmetry. The molecule is essentially planar with a r.m.s. deviation for all 22 atoms comprising the full molecule being 0.074 Å. The maximum deviation from 0° for a torsion angle in the molecule is 7.3 (2)° for N2-C2-C3-C8. The carbonyl-O atom is anti with respect to the amine-H atoms, and the conformation about the C2═N2 imine bond [1.2857 (19) Å] is E.The hydroxyl-H atom forms an intramolecular hydrogen bond to the imine-H atom, Table 1 .
In the crystal, the amine-H atoms form hydrogen bonds to the hydroxyl-O atoms to form supramolecular layers parallel to (100), Fig. 2 and Table 1 .
Experimental
All reagents were commercially available and used as received. A methanol (10 ml) solution of 2-hydroxybenzaldehyde (3 mmol) was added drop-wise to a methanol solution (10 ml) of carbohydrazide (1.5 mmol), and the mixture was refluxed for 3 h. Then the solution was evaporated on a steam bath to 5 ml and cooled to room temperature. White precipitates of the title compound were separated and filtered off, washed with cooled methanol (3 ml) and then dried in air. Crystals of the title compound were obtained from its methanol solution by slow solvent evaporation. Yield: 94%. M.pt. 496-497 K. Selected 
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95 Å, U iso (H) = 1.2 U eq (C)] and were included in the refinement in the riding model approximation. The hydroxyl and amino H-atoms were refined freely. In the absence of significant anomalous scattering effects, 242 Friedel pairs were averaged in the final refinement. Figures  Fig. 1 . Molecular structure of (I) showing displacement ellipsoids at the 70% probability level. The molecule has twofold symmetry and the unlabelled atoms are related by the symmetry operation 1 -x, 1 -y, z. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0169 (7) 0.0136 (6) −0.0027 (5) 0.0024 (5) 0.0014 (5) N2 0.0183 (6) 0.0166 (7) 0.0160 (7) 0.0001 (5) −0.0004 (5) 0.0014 (5) C1 0.0181 (10) 0.0175 (10) 0.0167 (10) 0.0017 (7) 0.000 0.000 C2 0.0176 (6) 0.0190 (7) 0.0149 (7) 0.0010 (5) −0.0001 (5) 0.0002 (6) C3 0.0147 (7) 0.0180 (7) 0.0150 (7) 0.0022 (6) −0.0004 (6) 0.0005 (6) (8) 0.0261 (9) −0.0031 (5) 0.0009 (7) 0.0035 (7) C7 0.0190 (7) 0.0230 (7) 0.0166 (8) −0.0003 (6) 0.0009 (6) 0.0027 (6) C8 0.0136 (7) 0.0181 (7) 0.0161 (9) 0.0016 (5) −0.0009 (6) −0.0003 (6) Geometric parameters (Å, °) 
